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<110> Nampoothiri, bfedhavan K. 

<120> Nucleotide Sequences Which Code For The fadD15 Gene 

<130> 032301 WD 1181 

<140> 09/855,750 

<141> 2001-05-16 

<160> 4 

<170> Patentln version 3.: 

<210> 1 

<211> 2300 

<212> DNA 

<213> Corynebacterium glutam\cum 
<220> 

<221> CDS 

<222> (247) . . (2103) 
<223> 



<220> 

<221> -10_signal 

<222> (95) . . (100) 
<223> 




<220> 

<221> -35_signal 
<222> (72) . . (78) 
<223> 



<220> 
<221> 
<222> 
<223> 



RBS 
(188) 



:195) 



<400> 1 

ttatgccact aatagcgtgt gggcacagca tatttgtagc ^gagggtaa gtttgttaga 

aaatacatct tttggattgg gctttggggt ggcttttata caVcctgatt ggtgcagata 

taagaagtta ttgacacact gaatacatag agaaaaattc catatggtta aagatatgcc 

taaagatctg accaaaaacg tgactaaaga cgtgacgaca caagt\acagc caaattaaag 

gaaagg ttg aat ttg acc atg act tea cct aat acc ctg\cag gaa tac 

Leu Asn Leu Thr Met Thr Ser Pro Asn Thr Leu \f In Glu Tyr 
15 10 



act gaa cct gec aag tac acc ate gga gaa tct gaa acc 
Thr Glu Pro Ala Lys Tyr Thr lie Gly Glu Ser Glu Thr 
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jc ctg acc 
/s Leu Thr 



60 
120 
180 
240 
288 

336 



15 



20 
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25 



30 



gcc ctt c'ta\gat cag att aag act cga cct tac gga gtt ttg ttc age 
Ala Leu Leu \isp Gin lie Lys Thr Arg Pro Tyr Gly Val Leu Phe Ser 
35 40 45 



384 



aag cct gcc aa\ 
Lys Pro Ala Asr 
50 



tat gag tgg gtg aat gta act gcc aaa gaa ttt cag 
v Tyr Glu Trp Val Asn Val Thr Ala Lys Glu Phe Gin 
55 60 



432 



gac gag gtt ttt 
Asp Glu Val Phe All 
65 



gtt, gca aaa gga att att tea gtc ggc gta gag 
Val Ala Lys Gly He He Ser Val Gly Val Glu 
70 75 



480 



cag gga gac cgt gtc ga 
Gin Gly Asp Arg Val 
80 



ctg ctg tec aat act cgc tat gag tgg get 
Leu Leu Ser Asn Thr Arg Tyr Glu Trp Ala 
85 90 



528 



gtg ctt gat ttc get ate 
Val Leu Asp Phe Ala He 
95 100 



jg gcc get ggc gca gtg age gtg cct ate 
Ala Ala Gly Ala Val Ser Val Pro He 
105 110 



576 



tac age tec tct tea ctg tec 
Tyr Ser Ser Ser Ser Leu Ser 
115 



:aa att gag tgg ate att gag gat tec 
Ln lie Glu Trp He He Glu Asp Ser 
120 125 



624 



ggc get gtt ttg gcc att ace gaa\ acc cct gat cat ace gac ttg atg 
Gly Ala Val Leu Ala He Thr GluYrhr Pro Asp His Thr Asp Leu Met 
130 ' \35 140 



672 



aag aac ctg gtc ate ggt gaa gac gc 
Lys Asn Leu Val He Gly Glu Asp 
145 150 



act cca gcg att aag ggt tea 
Thr Pro Ala lie Lys Gly Ser 
155 



ct tec aag ctg cgc cgc att eta gag a>tc aac tct teg gcg ttg gag 
Pro Ser Lys Leu Arg Arg lie Leu Glu IRa Asn Ser Ser Ala Leu Glu 
160 165 \ 170 



acc ttg aag ttt gag ggc cgc gag ctt tct 
Thr Leu Lys Phe Glu Gly Arg Glu Leu Ser 
175 180 



it gag ctg gtg tgg gaa 
sp Glu Leu Val Trp Glu 

190 



cgc att cat gca acc aag gcc get gac ctg gcg\tct ttg gtg tac acc 
Arg lie His Ala Thr Lys Ala Ala Asp Leu Ala ^Eer Leu Val Tyr Thr 
195 200 \ 205 



720 



768 



816 



864 



tct ggc aca act ggt agg ccg aag ggc tgc gag ttta tec cac tac cac 
Ser Gly Thr Thr Gly Arg Pro Lys Gly Cys Glu LeuXser His Tyr His 
210 215 \ 220 



912 



tgg ttg get gag gtc cga gcg ctg ate acc aat gac at 
Trp Leu Ala Glu Val Arg Ala Leu He Thr Asn Asp i: 
225 230 235 



gga gcg ate 
Gly Ala He 



960 



gcg atg cca ggt tea agg ttg etc acc ttc ctt cct ttg &cg cac gtt 
Ala Met Pro Gly Ser Arg Leu Leu Thr Phe Leu Pro Leu i^a His Val 
240 245 250 



1008 



ctt get cgc gca gtg cac ttg gcc ttc get gtc acc ggt gca\icc cag 
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1056 
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Leu Ala Arg Val His Leu Ala Phe Ala Val Thr Gly Ala Thr Gin 

255 \ 260 265 270 



tec cac tgg tctvgat ttc age acc ctt act ttg gaa ctg cag cgt tec 
Ser His Trp Ser \sp Phe Ser Thr Leu Thr Leu Glu Leu Gin Arg Ser 
7 5 280 285 



1104 



cgc ccg aac ctg at\ ttg ggt gtt cca cgc gtg ttt gaa aag gtc cgc 
Arg Pro Asn Leu IleVLeu Gly Val Pro Arg Val Phe Glu Lys Val Arg 
290 \ 295 300 



1152 



aac gec get get get a\ 
Asn Ala Ala Ala Ala As 
305 



get get gac ggt ggc gca ate aag cgc ate 
Ala Ala Asp Gly Gly Ala He Lys Arg He 
310 315 



1200 



atg ttt gag cgt gee gaa Bag gcg gec att gaa tac tec atg get ctt 
Met Phe Glu Arg Ala Glu hvs Ala Ala He Glu Tyr Ser Met Ala Leu 
320 3X5 330 



1248 



gat act gca gaa ggc cca ago\ aag tec cag gtt atg gca cat aaa gcg 
Asp Thr Ala Glu Gly Pro SerVLys Ser Gin Val Met Ala His Lys Ala 
335 340 \ 345 350 



1296 



ttt . gac aag ctg gtg tac tec aaVj ate cgt gca get gtc ggt ggc gat 
Phe Asp Lys Leu Val Tyr Ser LyI He Arg Ala Ala Val Gly Gly Asp 
355 \ 360 365 



1344 



gtg cag tac gec ate acc ggt ggt t\ca gcg atg ggg cag gag ctg ctg 
Val Gin Tyr Ala He Thr Gly Gly s\r Ala Met Gly Gin Glu Leu Leu 
370 3l\ 380 



1392 



cac ttc ttc cgc ggt gtg ggc atg acc \atc tac gaa ggt tat ggt ctg 
His Phe Phe Arg Gly Val Gly Met Thr \le Tyr Glu Gly Tyr Gly Leu 
385 390 \ 395 

eg gaa tct gcg get get gca gcg gtg ga& ttc act gat caa aag ate 
Thr Glu Ser Ala Ala Ala Ala Ala Val Asp\phe Thr Asp Gin Lys He 
400 405 \ 410 

ggc act gtg ggt aag ccg atg ggt ggc atg aVc ate aag ate aat gaa 
Gly Thr Val Gly Lys Pro Met Gly Gly Met ThV He Lys He Asn Glu 
415 420 42k 430 



1440 



1488 



1536 



gat ggc gaa ate atg eta aaa ggc gag atg ttg 
Asp Gly Glu He Met Leu Lys Gly Glu Met Leu 
435 440 



:c cag gga tat tgg 
le Gin Gly Tyr Trp 
445 



1584 



aac aac cca gaa gee aca gca gaa gec etc cac gac\ggt tgg ttc aac 
Asn Asn Pro Glu Ala Thr Ala Glu Ala Leu His AspYHy Trp Phe Asn 
450 455 \ 460 



1632 



acc ggc gat ctg ggt gag ctg ttg gag tct gga cac ctYf gtg ate acc 
Thr Gly Asp Leu Gly Glu Leu Leu Glu Ser Gly His Leu\ Val He Thr 
465 470 4 7 5 



1680 



gga cgt aag aaa gat ctg ate gtg acc gcg ggc ggc aag a>ac gtt tec 
Gly Arg Lys Lys Asp Leu He Val Thr Ala Gly Gly Lys As\n Val Ser 
480 485 490 



1728 
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cca gga ccc 
Pro Gly Pro Me 
495 
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gaa gac ate ate cgc gca cac cca ctg gtc age cag 
Glu Asp lie lie Arg Ala His Pro Leu Val Ser Gin 
500 505 510 



gec atg gtg gtg Yrgc gat ggt aaa cca ttc gtt ggc ctg ctg gtg acc 

Ala Met Val Val GUy Asp Gly Lys Pro Phe Val Gly Leu Leu Val Thr 

520 525 

ttg gat cca gat atgVttg aag egg tgg aag ctg aac cac aac att gcg 

Leu Asp Pro Asp Met Yeu Lys Arg Trp Lys Leu Asn His Asn He Ala 

530 \ 535 540 

gaa tec cgc acg gtt tc\ gag att get act gat cct gca ctg cgt gcg 

Glu Ser Arg Thr Val SenGlu He Ala Thr Asp Pro Ala Leu Arg Ala 

545 \ 550 555 



1776 



1824 



1872 



1920 



gaa ate cag gat gca gtc aac aac get aat gee acg gtg tct cat tea 
Glu He Gin Asp Ala Val AsV Asn Ala Asn Ala Thr Val Ser His Ser 
560 5 6\ 570 



1968 



gag gcg ate aag egg ttc tac \atc ctt gat cgc gac ctg acc gag gaa 
Glu Ala He Lys Arg Phe Tyr Me Leu Asp Arg Asp Leu Thr Glu Glu 
575 580 \ 585 590 



2016 



gee gac gag ctg acc cca acg eta aag gtc aag cgc aac gtt gtt gtt 
Ala Asp Glu Leu Thr Pro Thr LeuALys Val Lys Arg Asn Val Val Val 
595 \ 600 605 



2064 



cgc cgt tac gca gac gee ate gac cac ate tac aac cga tgagtaacac 
Arg Arg Tyr Ala Asp Ala He Asp Hi\ He Tyr Asn Arg 
610 611 



2113 



agagacccaa tttgattggg atggatcgac atgqracccgc accgaagtcg gcgaagcacc 2173 

aacacgcttc gctgtgggcg tgatggagga tttc^cctac attgeageca ctggcacgga 2233 

eggggatgaa gagttcttta ctttgggctc aaatcc^ggt ctgacgtttg gtgatcccga 2293 

-tggctt \ 2300 



<210> 2 

<211> 619 

<212> PRT 

<213> Corynebacterium glutamicum 

<400> 2 

Leu Asn Leu Thr Met Thr Ser Pro Asn Thr Leu GlrAGlu Tyr Thr Glu 
1 5 10 \ 15 



Pro Ala Lys Tyr Thr He Gly Glu Ser Glu Thr Cys LeVi Thr Ala Leu 
20 25 \ 30 



Leu Asp Gin lie Lys Thr Arg Pro Tyr Gly Val Leu Phe \er Lys Pro 
35 40 45 



Page 4 



032301W1181 . seq. ST25 . txt 

Ala Asn TVr Glu Trp Val Asn Val Thr Ala Lys Glu Phe Gin Asp Glu 
50 A 55 60 



Val Phe Ala Vtal Ala Lys Gly He He Ser Val Gly Val Glu Gin Gly 
65 \ 70 75 80 



Asp Arg Val Ala \eu Leu Ser Asn Thr Arg Tyr Glu Trp Ala Val Leu 

90 95 



Asp Phe Ala He Trp V\la Ala Gly Ala Val Ser Val Pro He Tyr Ser 
100 \ 105 110 



Ser Ser Ser Leu Ser GlAIle Glu Trp He He Glu Asp Ser Gly Ala 
115 \ 120 125 



Val Leu Ala He Thr Glu Trk Pro Asp His Thr Asp Leu Met Lys Asn 
130 13\ 140 



Leu Val lie Gly Glu Asp Gly ffcr Pro Ala He Lys Gly Ser Pro Ser 
145 150 \ 155 160 



Lys Leu Arg Arg He Leu Glu He Xsn Ser Ser Ala Leu Glu Thr Leu 
165 \ 170 175 



Lys Phe Glu Gly Arg Glu Leu Ser Asp ^Glu Leu Val Trp Glu Arg He 
180 185 \ 190 



His Ala Thr Lys Ala Ala Asp Leu Ala Ser V^eu Val Tyr Thr Ser Gly 
195 200 \ 205 



Thr Thr Gly Arg Pro Lys Gly Cys Glu Leu 
210 215 



v His Tyr His Trp Leu 
>20 



Ala Glu Val Arg Ala Leu lie Thr Asn Asp He Gl\ Ala He Ala Met 
225 230 235 \ 240 



Pro Gly Ser Arg Leu Leu Thr Phe Leu Pro Leu Ala His Val Leu Ala 
245 250 \ 255 



Arg Ala Val His Leu Ala Phe Ala Val Thr Gly Ala Thr 
260 265 



;in Ser His 



Trp Ser Asp Phe Ser Thr Leu Thr Leu Glu Leu Gin Arg Ser\Arg Pro 
275 280 285 
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Asn Leu tJSe Leu Gly Val Pro Arg Val Phe Glu Lys Val Arg Asn Ala 
290 \ 295 300 



Ala Ala Ala Asn Ala Ala Asp Gly Gly Ala lie Lys Arg He Met Phe 
305 \ 310 315 320 



Glu Arg Ala Glu Yys Ala Ala He Glu Tyr Ser Met Ala Leu Asp Thr 

"15 330 335 



Ala Glu Gly Pro SerYLys Ser Gin Val Met Ala His Lys Ala Phe Asp 
340 \ 345 350 



Lys Leu Val Tyr Ser Lya He Arg Ala Ala Val Gly Gly Asp Val Gin 
355 \ 360 365 



Tyr Ala He Thr Gly Gly SeV Ala Met Gly Gin Glu Leu Leu His Phe 
370 31 di 380 



Phe Arg Gly Val Gly Met Thr l\e Tyr Glu Gly Tyr Gly Leu Thr Glu 
385 390 \ 395 400 



Ser Ala Ala Ala Ala Ala Val Asp ^he Thr Asp Gin Lys He Gly Thr 
405 \ 410 415 



Val Gly Lys Pro Met Gly Gly Met Thr Vie Lys He Asn Glu Asp Gly 
420 425 \ 430 



lu He Met Leu Lys Gly Glu Met Leu Phe\Gln Gly Tyr Trp Asn Asn 
435 440 \ 445 



Pro Glu Ala Thr Ala Glu Ala Leu His Asp GlV Trp Phe Asn Thr Gly 
450 455 \460 



Asp Leu Gly Glu Leu Leu Glu Ser Gly His Leu v\l He Thr Gly Arg 
465 470 475 \ 480 



Lys Lys Asp Leu He Val Thr Ala Gly Gly Lys Asn Val Ser Pro Gly 
485 490 \ 495 



Pro Met Glu Asp lie lie Arg Ala His Pro Leu Val Ser\ Gin Ala Met 
500 505 \510 



Val Val Gly Asp Gly Lys Pro Phe Val Gly Leu Leu Val Tn\r Leu Asp 
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520 525 



Pro Asp MeA Leu Lys Arg Trp Lys Leu Asn His Asn He Ala Glu Ser 
530 \ 535 540 



Arg Thr Val Sfcr Glu He Ala Thr Asp Pro Ala Leu Arg Ala Glu He 
545 \ 550 555 560 



Gin Asp Ala Val y\sn Asn Ala Asn Ala Thr Val Ser His Ser Glu Ala 
i 65 570 575 



He Lys Arg Phe He Leu Asp Arg Asp Leu Thr Glu Glu Ala Asp 

580 \ 585 590 



Glu Leu Thr Pro Thr Leu Lys Val Lys Arg Asn Val Val Val Arg Arg 
595 \ 600 605 



Tyr Ala Asp Ala He Ask His He Tyr Asn Arg 
610 \ 615 



<210> 3 
<211> 24 
<212> DNA 

<213> Corynebacterium gli^tamicum 
<400> 3 

tgattggtgc agatataaga agtt 



<210> 4 

<211> 17 

<212> DNA 

<213> Corynebacterium glutami&um 



<400> 4 

cagcgaagcg tgttggt 



24 
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